Figure 5: Consensus topology of the BI analysis based on the ordered and unordered dental character set for fossil and extant taxa. Posterior probabilities of the ordered analysis are above the branches, the posterior probabilities of the unordered analysis are below the branches. Figure 12: Consensus topology of the BI analysis based on the ordered and unordered combined character set for fossil and extant taxa. Posterior probabilities of the ordered analysis are above the branches, posterior probabilities of the unordered analysis are below the branches. Figure 15 : Overview of the three single fossil analyses for 'Cervus' perolensis, 'Cervus' philisi, and Croizetoceros ramosus. Left: trees based on the supermatrix of the mitochondrial genome and the combined morphological data including outgroup taxa, middle: supermatrix excluding most outgroup taxa, right: backbone analyses. 
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